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Stemformatics is...

- A web based pocket dictionary

- An Atlas to benchmark against 350+ public
datasets, manually curated, high quality

- A host of private datasets
- Aresource focused on helping researchers

- Rely on NeCTAR for all of our websites
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Human Gene Expression

Landscape of the bicinformatics ecosystem by Rowland Mosbergen

Production line
bioinformaticians

Web Bioinformaticians

- Happy with default methods )

- Happy with non-cutting edge methods - Pump out multiple datasets per day

- Want to change settings - Constant pipeline, very little variance
- Particular focus on goal/service

- OK to manipulate data
- Runs on Amazon or HPC
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Forgot pass phrase
_m DATASETS > GRAPHS = AMNALYSES = MY JOBS = ABOUT US =

Search Gene in Stemformatics

Enter Symbol, Ensembl, Entrez, HGNC, MGI or RefSeq IDs for more precise results. It will provide
suggestions via an autocomplete after four characters.

mincle | SEARCH ()
_| CLEC4E Homo sapiens CLECSF9 MINCLE C-type lectin domain family 4, member E
Clecde Mus musculus  €©86253 Clecsfa Mincle C-type lectin domain family 4, member e
Anﬂly 20D

My Gene Lists Kegg Pathways Public Gene Lists

Browse my gene lists Browse Kegg pathways Browse Public gene lists

Feature Search

Search miRNA
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Login
Register
Forgot pass phrase

GRAPHS >

Gene Expression Graph MultiGene Graph

One gene, one dataset Multi gene, one dataset

YuGene

One gene, all datasets

Multiview

One gene, up to four datasets
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Log2 Expression

Gene Expression Graph for Gene SOX2 grouped by Sample Type

A guantitative framework to evaluate modeling of cortical development by neural stem cells
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Legend

. NPC week 1

. NPC week 8

. NPC week 12

. NPC week 4

. iPSC

. iPSC neural diff week
1

. iPSC neural diff week
4

. iPSC neural diff
week8

.Tau104_iPSC
Tau104_iPSC neural

diff week1

Tau104_iPSC neural
diff week4
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Forgot pass phrase

GENES = DATASETS = GRAPHS = ANALYSES = MY JOBS = ABOUT US =

Rohart MSC Test

Hierarchical Cluster Gene Expression Profile

Clustering Find similar profiles View MSC and non-MSC status

Multiple Dataset Downloader Fold Change Viewer UCSC Browser

Search and download datasets Avg fold change Browsing UCSC

Gene List Annotation

Find Kegg Pathways Pending and finished jobs
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Collaboration Platform

- Project Grandiose is a good example

- 2 Nature and 3 Nature Communication papers
- 13 datasets over multiple labs and continents
- Most accessed datasets in Stemformatics

- Stemformatics Landing page
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GQ gle project grandiose

All Images News Shopping Videos More « Search tools

About 568,000 results (0.32 seconds)

Stemformatics - Project Grandiose
https:/fwww.stemformatics.org/project_grandiose ~

Project Grandiose defines two reprogramming trajectories, which arrive at distinct
pluripotent states: the "F-class” and embryonic stem cell (ESC)-like iPSCs.

Stemformatics - Find expression data from leading stem cell ...
www.stemformatics.org/ ~

Log in to run and save your own analyses. START EXPLORING. 1234, prevnext.
Project Grandiose. See Project Grandiose's roadmap of cell reprogramming.

Stem cells: The black box of reprogramming : Nature News ...
www.nature.com/.../stem-cells-the-black-box-of-reprogramming-1.1652... «
Dec 10, 2014 - This week, the biggest such project — an international collaboration
audaciously called Project Grandiose — unveiled its results. The scientists ...



All Images News Shopping Videos More Settings Tools

About 15,000,000 results (0.37 seconds)

Stemformatics - Project Grandiose

https://www.stemformatics.org/project_grandiose ¥

Project Grandiose defines two reprogramming trajectories, which arrive at distinct pluripotent states: the
"F-class" and embryonic stem cell (ESC)-like iPSCs.

PP Project Grandiose - Lunenfeld-Tanenbaum - The Lunenfeld ...
research.lunenfeld.ca/rss/files/file/PG_journalist_ summary w_Figures MP_v3.pdf ¥

Dec 11, 2014 - Project Grandiose: High definition characterization of the process of ... Summary of
Project Grandiose Nature/ Nature Communications cluster ...

Project Grandiose - Stem Cells Australia

www.stemcellsaustralia.edu.au > News & Events » News ¥

Dec 11, 2014 - At the heart of Project Grandiose is the Stemformatics team from The University of
Queensland's Australian Institute for Bioengineering and ...






