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From code snippets to workflows at scale
Workflows exist on a spectrum ranging from 
- heterogeneous composites of code through to 
- production level pipelines
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Visibility and reusability

Best practice

1. Version control using a popular repository 
platform (e.g. GitHub) 

2. Open source your workflow from day 1

3. License for reuse by others

4. Document your workflow such that it can 
be understood and reused

5. Follow gold standard examples from your 
domain (e.g. genomics) or workflow 
community (Galaxy IWC, nf-core)

6. Make your workflow modular and portable by using 
containers and workflow languages

7. ORCID - having and using an ORCID - connecting to 
visibility services 

8. Register your workflow (e.g. WorkflowHub / 
Dockstore) - connecting to scholarly knowledge 
graph, surfacing metadata for search engines
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independent of a platform (e.g. CWL, 
WDL)

2. Standard machine-readable metadata

3. Common metadata for the workflow, its 
tools & input parameters (Bioschemas, 
CFF, EDAM)

4. Digital Object: for example one for 
packaging workflows + metadata + 
associated data objects + logs (Workflow 
RO-crate)
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First challenge to address is visibility
Second is reusability

Workflow developers need solutions to be 
straightforward, best practice and widely accepted

Infrastructure providers need this to be 
best practice & sustainable
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Thanks!
You can email me at: johan@biocommons.org.au

Any questions?

mailto:johan@biocommons.org.au

