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Genomic data in life science

Genomic data is very useful to life science researchers and can help give
insight into a species’:

® evolutionary history
® taxonomy
® conservation
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Current repositories are confusing

Many existing genomics data
repositories are not designed with
user experience in mind which
results in:

® lack of intuitive search o —
functionality L N

® overabundance of technical
jargon ez e
® cluttered interfaces e e
® lack of visual guidance and e
tutorials 3
® limited data visualisation S
L —— =T
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ARGA'’s User-Centric design
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ARGA'’s User-Centric design

The user interface of ARGA was developed using a Next-JS front-end
framework + Mantine component library to prioritise:

® Intuitive navigation
® Effective organisation + presentation of data
® Visually appealing and minimalist design

e Mantine
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Intuitive navigation

app.arga.org.au

app.arga.org.au

APP HOME DATA SOURCES PROJECT HOME

Data summary

deepen discovery — trawl traits — curate collections Percentage of species with genomes Taxonomic breakdown

Number of species/OTUs 174,782

Species with genomes 2,069

1% o

Species with genomes

« reference genome assemblies + genome annotations « population and variant
sets « DNA barcodes + coding and non-coding DNA sequences + raw genomics
data Aspergillus fumigatus
Aspergillus flavus
Botryosphaeria dothidea
Rnodotorula muciaginoss.
Sotanum lycopersicum
Aureobasidiom pullulans
Search for data Hordeum wigars

Clavispora lusitaniae
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Effective organisation + presentation of data

% ARGA
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Effective organisation + presentation of data

ARCA Giving genomic data repositories a glow up

9



Effective organisation + presentation of data

staging.arga.org.au/species

staging.arga.org.au h mm Q & Incognito

APP HOME DATA SOURCES PROJECT HOME

Rhincodon typus @ Reference genome svallatte ()

Summary Data distribution Taxonomy Genome assemblies Genomic components Single locus data Specimens

Data Summary External Resources
Whole genome data Specimens. Spatles ifasmaiion
Whole genome assemblies a Registered collections No data. Q
Partial genome - Other No data
assemblies Taxonomy
G tati No data
enome annotations ovotsolia
Organellar genome
No data Methods No data
assemblies
Genomic components. Primers ot
Sequence read files No data Assays No data
Sequence alignment files  No data
Publications
Partial genomic data
Genomics papers No data
single loci L
Other papers No data
Genetic variant sets No data

ARCA Giving genomic data repositories a glow up 10




Visually appealing + minimalist design

app.arga.org.

APP HOME DATA SOURCES PROJECT HOME

Rhincodon typus

173 search results found for Rhincodon typus Filters D Fitter
Accepted speciss name Kingdom Phylum Class Order Family Genus Assemblies Other data ®
Rhincodon typus Animalia Chordata 4 T2 view
Accepted species name Accession Representation Assembly typ Data source Release date
Rhincodon typus GCA_013626285.1 Full haploid Scatfold NCBI Genbank 24/07/2020
Acoession Representa Assembly type Data source Release date

Genome
Assembly

Genome

Accepted species name

Rhincodon typus

Accepted species name

GCF_021869965.1

Accession

Full

Representation

haploid

Assembly type
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Assembly level

NCEI RefSeq

Data source

03/02/2022

Release date

Assembly Rhincodon typus GCA_021869965.1 Full haplaid ‘Chromasome NCBI Genbank 03/02/2022
Acoepted species name Aceession Representation Assembly type Assembly level Data source Release date
Rhincodon typus GCA_001642345.3 Full haploid Scatfold NCBI Genbank 07/09/2021
Acoepted species name Accession Gene name Sequence length Source molecule Data source Release date ®
Rhincodon typus FJ519250 COI-5P No data. No data BOLD No data view
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Visually appealing + minimalist design

kingdom,

DATA SOURCES PROJECT HOME

Taxonomy Higher classification
Scientific name Animalia Do

Status. accepted oo

Source AFD

Data summary

omes Species with genomes Taxonomic breakdown

Mus musculus L

1% i
Tevagratracitens (D Phyta with data 25
Enomebrarialis (. Lagorchestes hirsutus

Enteenobeys atvocine

Entomobrya nivalie

19% B

Plutella yoste
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Visually appealing + minimalist design

. Taxonomic coverage i
Taxonomic coverage 9 Taxonomic coverage

M Animalia: 122,095 - W Arthropoda: 89,357 Insecta: 70,082
P

Eukaryota - Animalia Arthropoda
Back to Eukaryota Back to Animalia
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Visually appealing + minimalist design

localhost:3001/datasets

Relaunch to update

=l

APP HOME DATA SOURCES PROJECT HOME
. .
Data sources indexed in ARGA

Genomics sources 11 sortby Az Date Records D -

Australasian
Rights holder Australian Reference Gen... Rights holder Anemone Consortium Rights holder Australasian Wildlife Geno...
Access rights Open Access rights Restricted Access rights Open
Data rause status Limited Data reuse status Limited Data reuse status Limited
Number of records No data Number of records No data Number of records No data

e — 2

Rights holder Bioplatforms Australia Rights holder DNA Zoo Consortium Rights holder GenomeArk and original d...
Access rights Restricted Access rights Open Access rights Open
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Increases
engagement

ARGA’s difference
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On the future makeover agenda:

® usability testing - does ARGA engage the user?
tests to ensure ARGA fits WCAG standards
introduce additional data groupings on home page
single or multiple data download cart system
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Australian BioCommons, with investment from the Australian Research Data Commons

ARGA
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