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The Australian Reference Genome Atlas (ARGA) is an NCRIS-enabled platform 
powered by the Atlas of Living Australia (ALA), in collaboration with Bioplatforms 
Australia and the Australian BioCommons, with investment from the Australian 
Research Data Commons (ARDC) (https://doi.org/10.47486/DC011).  ARGA integrates 
data sourced from a number of international repositories, including NCBI GenBank, 
EMBL-ENA and Bioplatforms Australia.
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The Australian Reference Genome Atlas (ARGA) 
is an indexing service for discovering, filtering and accessing 

complex life science data within biological contexts.
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Understanding the ARGA data space



• taxonomy provides a hierarchical structure

• a scientific discovery process

• refined through opinion 

• governed by a code
⚬ International Code of Zoological Nomenclature (ICZN)

⚬ International Code of Nomenclature for algae, fungi, and 

plants (ICN)

⚬ The International Code of Nomenclature of Prokaryotes (ICNP)

Understanding the ARGA data space: 
taxonomy
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into the

looking glass
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Taxonomy is an hypothesis

evidence
• morphology
• DNA
• ecology



Taxon histories are a complex problem
• scattered through historical documents

• must be linked to tangible elements

• application of concepts subject to drift

• species change over time

Understanding taxon histories



ARGA UI
• shows data about:

⚬ scientific name with Authority

⚬ type specimen information

⚬ higher classification information



ARGA UI
• allows users to visualise:

⚬ type locations on a map

⚬ alternative higher classification 

models

⚬ full provenance information for 

the data shown in ARGA



ARGA UI
• allows users to visualise:

⚬ dendrogrammatic views of 

classification

⚬ genomic data coverage for taxon 

of interest and compare to 

similarly classified taxa



Working with historical taxa
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ARGA UI
• is a radically new approach to visualising 

taxonomy

• allows users to visualise and track:

⚬ scientific names over time

⚬ see original descriptions

⚬ find holotypes

⚬ why, when and how names change 

over time

⚬ compare different nomenclators

• empowers user to test taxonomic 

hypotheses using new tools, including 

genomics data
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